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Treatment efficacy v.s. 
association detection 

 Testing for SNPs predictive of 
treatment efficacy is fundamentally 
different from association detection 
for a quantitative trait.  

 clinical effect size vs merely statistical 
significance 

 Identify genetic subgroups for the 
drug to target vs detect genetic 
characteristics  associated with the 
disease 

Correct and useful statistical 
inference 

 Strong control of FWER => correct 
inference 

 Directly align statistical inference 
with decision-making process => 
useful inference  

 Correct patient population to target 

 Infer ‘A’ is dominant when the truth 
is ‘A’ is dominant 

 Reject due to a significant finding of 
‘a’ recessive when the truth is ‘A’ 
dominant 

 Reject due to an existence of a non-
zero contrast which is not biologically 
meaningful (e.g.,                                )                                         
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