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tigyverse

opinionated collection of R

packages designed for data science

library(tidyverse)

ggplot2: data visualization
dplyr: data wrangling

tidyr: data tidying

readr: data reading/writing

forcats: working wi

th factors

stringr: working wi

N strings

tibble: modern data frames
purrr: functional programming

install.packages(tidyverse)

above + a few more
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tigyverse

all packages share an underlying design
pohilosophy, grammar, and data structures

@ tidy data
® data pipelines with %>%



tidy data

variables

each variable must
have I1ts own column



tiay data

variables

each variable must

have I1ts own colum

M

observations

each observation must
have ItS own row




tidy data

variables

each variable must

have I1ts own colum

M

observations

each observation must
have ItS own row
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values

each value must have
its own cell



task

| want to find my keys, then start my car, then drive to work, then park my car.



find("keys")



start_car(find("keys"))



drive(start car(find("keys")), to = "work")



nested

park(drive(start car(find("keys")), to = "work"))



piped

find("keys")



piped

find("keys") %>%
start car()



piped

find("keys") %>%
start car() %>%
drive(to = "work")



piped

find("keys") %>%
start car() %>%
drive(to = "work") %>%
park()
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ex: ggplot2 ?\eﬁ.mq A

| i brary(pal mer pengui ns) \"‘sua“\‘

|1 brary(tidyverse)

ggpl ot (data = penguins, aes(x = flipper length nm y = body nass g)) +
geom poi nt (aes(col or = speci es, shape = species)) +

| abs(
title = "Penquin size, Palnmer Station LTER",
subtitle = "Flipper | ength and body nass Penguin size, Palmer Station LTER
f or Adel | e Ch| nSt rap and (.:,ent 00 Flipper length and body mass for Adelie. Chinstrap and Gentoo Penguins
Pengui ns", ' _
i . 6000 - . -
X = "Flipper length (mMm", =
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| 1 brary( pal mer pengui ns)
|1 brary(tidyverse)

ggpl ot (data = penguins, aes(x = flipper length nm y = body nass g)) +
geom poi nt (aes(col or = speci es, shape = species)) +

| abs(
title = "Penquin size, Palnmer Station LTER",
subtitle = "Flipper | ength and body nass Penguin size, Palmer Station LTER
for Adel | e Ch| nSt rap and (.:,ent 00 Flipper length and body mass for Adelie. Chinstrap and Gentoo Penguins
Pengui ns", '
. " 6000 - "o
X = "Fllpper length (nmm", « vl
y = Body mass (Qg)" ol e
col or = "Pengui n speC|es T L
el JEEye l-- i Penguin species
shape = "Pengui n speci es” = .| amat Eaie
© ", emg "t . «  Adelie
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ggpl ot (data = penguins, aes(x = flipper length nm y = body nass g)) +
geom poi nt (aes(col or = species, shape = species), size = 3, alpha = 0.8) +
| abs(
title = "Penguin size, Palner Station LTER',
subtitle = "Flipper |ength and body nass
for Adeli e, Chinstrap and Gent oo
Pengui ns",
X = "Flipper length (nMm",
y = "Body mass (g)",

color =" Pengui N Speci es" , Penguin size, Palmer Station LTER
BT : : " Flipper length and body mass for Adelie, Chinstrap and Gentoo Penguins
shape = "Pengui n speci es

6000 -

wl
(=)
(o)
o

o Penguin species
73]

g .

g @  Adelie

= A Chinstrap

8 ©  Gentoo

o0

4000 -

3000 -

170 180 190 200 210 220 230
Flipper length (mm)



Pengui ns",

X = "Fllpper length (mm",

y = "Body mass (g)",

col or = "Penguin species”,
shape = "Pengui n speci es”

) +

scal e col or _manual (

val ues = c("dar korange",
"pur pl e",
“cyan4"))

shape

)

Body mass (g

speci es),

Station LTER',

Penguin size, Palmer Station LTER

Flipper length and body mass for Adelie, Chinstrap and Gentoo Penguins
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ggpl ot (data = penguins, aes(x = flipper length nm y = body nass g)) +
geom poi nt (aes(col or = specli es,
| abs(

title = "Pengquin size, Palner
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for Adeli e, Chinstrap and Gent oo

220

size = 3, alpha = 0.8) +

230
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ggpl ot (data = penguins, aes(x = flipper length nm y = body nass g)) +

geom poi nt (aes(col or = speci es, shape = specl es),
| abs(
title = "Penguin size, Palner Station LTER',

subtitle = "Flipper |ength and body nass

for Adeli e, Chinstrap and Gent oo
Pengui ns",

X = "Fllpper length (mm",
y = "Body mass (g)",

col or = "Pengui n speci es”,
shape = "Pengul n speci es”
) +

scal e _col or _manual (
val ues = c("darkorange",
"pur pl e",
“cyand4”)) +
t henme_m ni mal ()
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ggpl ot (data = penguins, aes(x = flipper length mm y = body nass g)) +
geom poi nt (aes(col or = species, shape = species), size = 3, alpha = 0.8) +
| abs(
title = "Penguin size, Palner Station LTER',
subtitle = "Flipper |ength and body nass
for Adeli e, Chinstrap and Gent oo
Pengui ns",
X = "Flipper length (nMm",
y = "Body mass (g)",

color =" Pengui N Speci es" , Pgnguin size, Palmer Station LTER | |
S hape — u Pengui n s peCi es" Flipper length and body mass for Adelie, Chinstrap and Gentoo Penguins
) + il
scal e col or _nanual ( 5000
val ues = c("darkorange", Penguin species
1 pur pl en © Adelie
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) Cyan4” ) ) + ,§SOOO B  Genteoo
theme_mnimal () + g
t heme( =
. - ke
| egend. position = ¢c(0.2, 0.7), s
| egend. background =
el enent rect( o ®
f11l = "white", o
col or = NA o
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ex: tiayr

experi nent dat a

H>
H>

# A tibble:
patient gr
<dbl > <c

1 1 tr
2 2 CO
3 3 tr
4 4 Cco
5 5 1tr
6 6 CO

# A ti1bble:
patient gr
<dbl > <c
1 1 tr
2 1 tr
3 1 tr
4 2 CO
5 2 CO
6 2 CO
# ..wth 12

6 X 5

oup bp 1 bp_ 2 bp 3

hr > <chr > <chr > <chr >

eat nrent 120/ 80 135/93 125/90

nt r ol 172/ 105 171/82 161/117

eat nrent 140/89 133/92 121/ 86

nt r ol 151/92 112/109 150/ 83

eatment 175/93 173/90 120/118

nt r ol 180/ 85 173/94 174/ 106

18 x 5

oup neasurenent systolic diastolic
hr > <chr > <l nt> <l nt>
eat nent 1 120 80
eat nent 2 135 93
eat nent 3 125 90
Nt r Ol 1 172 105
Nt r Ol 2 171 82
Nt r ol 3 161 117
TOr € r Ows




experi nent data %%
pi vot | onger (

measur enent val ue
<chr>
120/ 80
135/ 93
125/ 90
172/ 105
171/ 82
161/ 117

<chr>

W N WDNPE

cols = contai ns("bp"),
nanes to = "neasurenent”,
names prefix = "bp ",
values to = "val ue”
)

#> # A tibble: 18 x 4

#> pati ent group

#> <dbl > <chr>

#> 1 1 treatnent

H> 2 1 treatnent

#H> 3 1 treatnent

#> 4 2 contr ol

#> 5 2 contr ol

#> 6 2 contr ol

#> # ..wth 12 nore rows

experi nent data
# Atibble: 6 x 5

H>

Wr_

O 01Tk, WN P

pat i ent
<dbl >

OOl WN P

gr oup
<chr>

t r eat nent
cont r ol
t r eat nent
cont r ol
t r eat nent
cont r ol

bp 1
<chr >
120/ 80
172/ 105
140/ 89
151/ 92
175/ 93
180/ 85

bp 2
<chr >
135/ 93
171/ 82
133/ 92
112/ 109
173/ 90
173/ 94

bp 3
<chr >
125/ 90
161/ 117
121/ 86
150/ 83
120/ 118
174/ 106

——w



#> # A tibble: 18 x 4
#> pati ent group nmeasur enent val ue
H> <dbl > <chr> <chr> <chr >
#> 1 1 treatnent 1 120/ 80
#> 2 1 treatnent 2 135/ 93
#> 3 1 treatnent 3 125/ 90
#> 4 2 contro 1 172/ 105
. #> 5 2 contro 2 171/ 82
experinent_data %% 4> 6 2 control 3 161/ 117

pi vot _| onger ( #> # ..with 12 nore rows

cols = contal ns("bp"), S ——— s
nanes to = "neasurenent”,
nanes prefix = "bp ",
values to = "val ue”
) %%
separate(value, Iinto = c("systolic", "diastolic"), convert = TRUE)
#> # A tibble: 18 x 5

#H> patient group neasurenent systolic diastolic
H#> <dbl > <chr > <chr> <I nt> <I nt>
#> 1 1 treatnent 1 120 380
#H> 2 1 treat nent 2 135 93
#> 3 1 treatnent 3 125 90
#H> 4 2 contro 1 172 105
#> 5 2 contro 2 171 82
#> 6 2 contro 3 161 117
#> # ..wth 12 nore rows




modeling and
machine learning
with tidymodels

/tidymodels




tidymodels

collec

tion of packages for modeling and

machine learning using tidyverse principles

parsnip: unified interface to models that
can be used to try a range of models

without
tical minutiae of the underlying

syntac

getting bogged down In the

packages

recipes: tidy interface to data pre-
processing tools for feature engineering

rsample: efficient resampling for estimation
and model evaluation

‘many models” in a single data frame to
avold environment clutter and easy access
with helper functions

rsample




a vast tiay
ecosystem



work with data pipelines work with ggplot2 layers

— gghighlight

j anitor KableExtra

\
B =
e ¢
O o

data cleaning pretty (complex) laying out highlighting
tables for PDF multiple plots data in ggplots
output




share and
communicate with

rmarkdown markdown




rmarkdown

@ create computational documents that
text, code, results, and figures into po
that are easy to read and share

@ reproducible by default

<l

- together

ISh

® bookdown: and make them into books...

@ xaringan: and make them into slides.

ed outputs

@® blogdown / distill: and make them into websites...

@ rticles: and make them into manuscripts...
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2021-modern-stat-toolbox-niss - RStudio

'K |
O « OB - = R # o to file/function - Addirs - & 2021-modern-stat-tooibox-niss «
S reproducible-penguins.Rmd — Console  Terminal R Markdown Jobs o [

/s A @ Knit - - a - *Run + S~ = A (R R4.C.4 - ~/Desktop/Talks/2021-modern-stat-toolbox-niss/

Normal « B I U | X|= 3 S @ ™  Format «+ Interr « Table «
| ntruduction R version 4.0.4 (2021-02-15) -- "Lcst Library Book"
i Dl cnolyoso Copyright (C) 2021 The R fFoundation for Statistical Computing
title: Reproducible penguins Platform: x86_54-apple-darwinl7.0 (64-bit)
¥ to produce blinded version set to 1 R is free software and comes with ABSOLUTELY NO WARRANTY.
blinded: 1 You are welcome to redistribute it under certain conditions.
Type 'license()' or 'licence()' for distribution details.

authars:

name: Mine \c{C}etinkaya Rundel *[mcetinka@ed.ac.uk] Natural language supporT but runnring in an English locale

atfiliation: |
| Scheol of Mathematics, University of Edinburgh, RStudio, R is a collaborative project with many contributors.
' and Department of Statistical Science, Duke Univers*ity Type 'contr'ibutors()' for more infocrmation and

email: mcetinkaged.ac.uk 'citation()' on how to cite R or R packages in publications.
keywords: |

R language, penguins, statistics, data science, ticyverse Type 'cemo()' for some demos, 'helg()' for on-line help, or

'nelp.Start()' for an HTML browser interface to help.
abstract: > Type 'a()' to quit R.
This is the awesome abstract of my awesome paper about Palmer Penguins.
>
bibliograghy: references.bib
output:
ricles:iane article: Files Plots Packages Help Viewer e
Keep_tex: es
ekl 3 4 Q  NewFclder @ Delete < Rename QMore v
Q Home Desktop Talks = 2021-modern-stat-toolbox-niss paper L X
A Name Size Modified
‘r include = FALSE} - ) ..
Library(tidyverse) : images
Library (tidymodels) references.bib 514 B Mar 30, 2021, 2:44 PM
.ibra ry (palnerpengm ns) reproducihle-penguins_files
_.1brary(kab1e£x-.ra) " reproducible-penguins.pdf 2423 K8 Mar 30, 2021, 3:20 PM
dbrary(knitr) ;

: , _ . ‘ @ reproducible-penguins Rmd 8768 Mar 30. 2021, 3:21 PM
knitr::opts_chunk;set(echo = TRUE, out.width = "80%", warning = FALSE) e : : 35 G- A e
options (knitr.kable.NA = ") ¥ | reproducible-penguins.tex .6 <B Mar 30, 1, 3:20 PM

reproducible-penguins.lo¢ 27.5 KB Mar 30, 2021, 3:20 PM
The data come fromI
Data analysis
Figure below is a scatterplot.
£ Introduction = R Markdown
Environment  History Connections  Tutorial S0
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INnteract with
shiny




e @ Penguins exglorer be -+ [ +]
C @& minecr.shinyapps.io/perquirs/ Q % OBZS 6O A QN e :

Penguins explorer

Select species |

Adelie Chinstrap

|
Penguin size, Palmer Station LTER |
Flipper length and body mass for Adelie. Chinstrap and Gentoo Panguins :

|

- A
B s ) |
» o
4500 o * & A 2
. A 3 3 |
Penguin species - ' | ® A & @ A |
[ | H [ |
minecr.shinyapps.io/p
® ‘ * a R e M M A A
'y . e - i " T | @ .
B 8. 3 o © g * -
® - ° ® o
3000 ® [ o
. o @ - -8 3
A
170 180 190 200 210

Flipper length (mm)

app.R 1 show with app
library(shiny)

library(tidyverse)

library(palmerpenguins)

Ui <- fluidPage(


https://minecr.shinyapps.io/penguins/
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C @& ralcat.covid19.ca.gov/cacovidmodels) w OB % @ 2 ¥ n :

California COVID Assessmeant Tool Introdoctinon Now:asls Forecasts Scerarios Rownlnads Technical Nates Abau! CalCAT
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covidiv-p rojections.com
co| "N e UCLA
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LICSF

What coes a R-off of this size mean?
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& Download R-eff Values

Jan 17 Jar 31 Fab 14 Feb 28 Mar 14 Mar 24
2021

alameda v R-elfective Trends by County

Latest Estimzte of R-effective is: Alameda

- CovidActNow

covidl9-projections.com
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1 J
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& Cownload Ccunty R-eff Trend

Harvarc
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https://calcat.covid19.ca.gov/cacovidmodels/

version control and
~collaborate
with git and github




Git

THIS 15 GIT. IT TRACKS COLLABORAMVE LIORK
ON PROTECTS THROUGH A BEAUTIFUL
DISTRIBUTED GRAPH THEORY TREE. MODEL.

{ COOL. HOU DO LE.USE. IT?

NO IDEA. JUST MEMORIZE. THESE. SHELL
COMMANDS AND TYPE. THEM To SYNC UP
IF YO GET ERRORS, SAVE. YOUR LJORK
ELSEWHERE, DELETE THE. PROJECT,
AND DOUNLOAD A FRESH COPY.

\

xkcd.com/1597


https://xkcd.com/1597/
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O -oplar- B & A cotofile/function 5« - Addins ~ K ims - |
@ 00-preface.Rmd - == ["]  Console Terminal = Markers = Jobs - =
= & ‘&l Q 5_“'("“ R O 9 ¢ 0 -»R_unj {é‘,- e = A | Q HR 404 o‘--[pesktop/.Open I_r_nro/ime:./ - s :
1- # Preface {.unnumbered} TR 5 i e T P . R SN
2 X K ) RStudio: Review Changes

3 We hope readers will take away th - ~ = —
X i ° _ | Changes History | master ~ v Stage | Revert ' Ignore & pull @ Push
forming a foundation of statistic: |

Commit message 10 characters

4 I Staged Status Path
T o : ., 8 [0 00-preface.Rmd : .
5 1. Statistics is an applied fielc Minor edit]
applications.

6 2. You don't have to be a math Lj
7 3. Data are messy, and statistic:
understand the strengths and weak:

to learn interesting things abouﬁg
8 s |
9~ #### Textbook overview {.unnumber¢ __|Amend previous commit ~ Commit 1
10 — = -
S 1. sialntrodiictisn 6, data s D ad Show ' Staged ® Unstaged Context | 5lines 4/ Ignore Whitespace 7 Stage Al '* Discard All

graphics, and basic data collectji @@ -1,11 +1,11 @@
12 2. #**Exploratory data analysis.x
13 3. =xCorrelation and regression.
variables and descriptive summari
between two variables.

[

# Preface {.unnumbered}

3 We hope readers will take away three ideas from this book in addition to forming a foundation of statistical thinking and

methods.
14 4. =**Multiple regression.** Desc
relationship between two variabl : ; . . . . :
o n **FoundZtions for driferercall S 5/ 1. Statistics is an applied field with a wide range of practical applications.
iéeas of stotlaiton] defapraned ;i 2. You don't have to be a math guru to learn from interesting, real data.
SEl 6. silnference for categorical'&I 2. You don't have to be a math wiz to learn from interesting, real data.
simulation and randomization tec{f 7 7 3. Data are messy, and statistical tools are imperfect. However, when you understand the strengths and weaknesses of
chi-square distributions. "] these tools, you can use them to learn interesting things about the world. |
4:1 [ Preface * 8 8 8 AM
9 AM

’Env'i'ronm'em History Connections  Build Git | Tue © O #### Textbook overview {.unnumbered} ._
< Diff 7 Commit @ pull ~ @ Push L History =10 10

‘Staged ﬁmns_'APaﬁ 11 11 1. #*x*xIntroduction to data.*x Data structures, variables, summaries, graphics, and basic data collection techniques.
- [ 00-prefaceRmd 7 AM
A
5 PM
5PM
s-hello.Rn 2021, 139 Am
| @ 02-data-design.Rmd 36.5KB  Mar 18, 2021, 4:50 PM
| @ 03-data-applications.Rmd 14.8 KB Mar 26, 2021, 1:39 AM
| @] 04-explore-categorical.Rmd 31.3 KB Mar 26, 2021, 1:39 AM
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GIitHub

@ web hosting for projects version controlled with Git
@ collaboration and project management
@ discoverability and publishing (with ghpages)
@® where the technical side of the R community lives:
@ ook for code samples
@ make feature requests

@ contribute to packages



@ & D mine-catinkzya-rundel/covid!® X e R (v

& C & github.com/mine-cetinkaya-runcel/covid19-r w 0O ﬂn iy ® L o B 6

0 Search or jump to.. Pull requests Issues Marketplace Explore

= mine-cetinkaya-rundel / covid19-r GUnwatch ~ 14 {r Star 148 %P Fork 30
<> Code 1) Issues 11 Pull requests (») Actions "'l Projects 1 Wik ') Security '~ |Insights o Settings
¥ master ~ ¥ 1branch © 0tags Go to file Add file = ¥ Code ~ About i
Collection of anzlyses, packages,
o mine-cetinkaya-rundel Update README.md v’ 36cobes on 13 Jul 2020 O 75 commits visualisations of COVID-19 datain R

" README.md Update README.md 9 months ago @ mine-cetinkaya-rundel.github.iojco...

9 _configym Set theme jekyll-theme-m nimal 9 months agc M Readme

‘= README.md Y Releases

No releases published

Create n new release

Contributor Covenant ':, ' g

covid19-r Packages
No packages publishad
This repo links to a collection of analyses on and representations of COVID19 data in R. Inclusion on the list does Publish your first package

not mezn the analysis was verified by me or that | endorse the findings. It should also be noted that some of the

analysis / data might be out of date, so these shculd not be viewed, oy dafault, as current findings.

Contributors 10
I'm collecting them as they get pestec online so that | can come back to tham later to develop educaticnal

examples based on theses data. | should also note that one should think about using these as class examples e ‘ 0 g & ﬁ @
thoroughly -- the situation is affecting all of us (and ocur students) greatly and it's possible some students are G ! e

personzlly affected by the pandemic.

Subheadings are in flux as of now, as more analyses ge: added | might recategorize them.

3 Environments 1
If vou have examples to add, please open an issue or make a pull recuest.

g7 github-pages Active
Blog posts

» Simulating COVID-19 interventions with R



® @ () options X + (]
& - C & github.com/mine-cetinkaya-runcel/covid19-r/settings * 0O q' W ® LA 0O “ :

<> Code (1) Issues Il Pull requests (v) Actions [l Projects [0 Wiki () Security |~ Insights 33 Settings

y/éitHub Pages
f’

G tFub Pages is designed to host your personal, organization, or project pages from a GitHub repository.

v Your site is published at https://minzs-cetinkaya-rundel.github.io/covid19-r/

Source
Your GitHub Pages site is currently being built from the master branch. Learn more.

¥ Branch: master ~ B | (root) ~ Save

Theme Chooser
Select a theme to publish your site with a Jekyll theme. Learn more.

Your site is currently using th2 Minimal theme.

Change theme

Custom domain
Custom domazins allow you to serve your site from a domain other than mine-cet inkaya-rundel.github.ia. Learn more.

Save

- Enforce HTTPS

— Requirad for ycur sita because you are using the default domain |mine~cetinkaya-rundel.github. io)

HTTPS provides a layer of encryption that prevents others from sncoping on or tampering with traffic to your site.
When HTTPS is enferced, your site will only be served over HTTPS. Learn more.

Danger Zone

s )

Change repository visibility Change visibility
This repository is currently public.

|

J
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.\—




e e & covid19-r | Collection of analy: X + o

&« = C & mine-cetinkaya-rundel.github.iojcovid19-r/ * 0O % B @ A D % O :

covid19-r
Collection of analyses, packages, covid19-r

visualisations of COVID-19 datain R
This rego links to a collection of analyses on and representations of
Vmi“e‘:‘féZ:k’:;girﬁﬁtd glf:g';gib COVID19 data in R. Inclusion on the list does not mean the analysis was
verifiad by me or that I endorse the findings. It should also be ncted that

some of the analysis / date might be out of date, so these should not be
viewed, by default, as current findings.

I'm collecting them as they get pasted online so that I can come back to
them later to develop educational examples based on theses data. I should
also note that one should think about using these as class examples
thorcughly - the situaticn s affacting all of us (and our students) greatly
and it's possible some students are personally affected by the pandemic.

Subheadings are in flux as of now, as more aralyses get adced I might
recatagorize them.

If you have examples to add, please open an issue or make a pull request.

Blog posts

= Simulating COVID-19¢ interventions with R

* Analysing COVID-19 (2019-nCoV) outbreak data with R- part |

* Analysing COVID-19 (2019-nCoV) outbreak data with R - part 2

* Modelling the effects of public hzalth interventions or COVID-13
transmission using K -part 1

* Modelling the effects of public h2alth interventions or COVID-13
transmission using R - part 2

* COVID-19: Tha Case of Germany

s Map Visualization nf COVID-19 Arross the World with R

» COVID-13 cumulative observed case fatality rate over time

* Impact cf a country’s age breakdown on COVID-19 case fatalty rate

e COVID-193 Trarker: Days since N

* COVID-19 Has Become a Partisan Issue (How to Make Dumbbell Plots
inR

e GetYour Epidemiology from Epidemiologists

* Flatten the COVID-19 curve

* ABeginner's Guide to Creating @ Corona “Dashboard”

* Infectious diseases and nonlinezr differentizl equations

* COVID-19: The Case of Spain
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ask (good) questions

reprex

@ make reproducible examples

® make them as minimal as you can

@ If asking publicly (RStudio Community, Stack Overflow, etc.) try to use data
avallable in a package

@ let reprex take care of checking for reproducibility and formatting for you!
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library(tidyverse)
library(palmerpenguins)

penguins <- penguins %>%

mutate(body_mass_kg = body_mass_g / 1000)

group_by(species) %>%
= mean (body_mass_kg) )
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library(reprex)
penguins %>%

summarise(mean = mean(body_mass_kg))

A tibble: 3 x 2
species mean
<fct> <dbl>
Adelie NA
Chinstrap 3.73
Gentoo NA
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| know that mass is recorded for some Adelie and Gentoo penguins. Why am | getting NAs for my means?l
NSNS r

library(tidyverse)

library(palmerpenguins)

penguins <- penguins %>%
mutate(body_mass_kg =body_mass_g/ 1000)

penguins %>%
group_by(species) %>%
summarise(mean = mean(body_mass_kg))
#># Atibble:3x2
#> species mean
#> <fct> <dbl>
#>1Adelie NA
#> 2 Chinstrap 3.73
#>3 Gentoo NA
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<sup>Created on 2021-03-30 by the [reprex package](https://reprex.tidyverse.org) (v1.0.0)</sup> =
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| know that mass is recorded for some Adelie and Gentoo penguins. Why am | getting NAs for my means?

library(tidyverse)
library(palmerpenguins)

penguins <— penguins %>%
mutate(body_mass_kg = body_mass_g / 1000)

penguins %%
group_by(species) %%
summarise(mean = mean(body_mass_kg))

#> # A tibble: 3 x 2
#>  species mean
#> <fct> <dbl>

#> 1 Adelie NA
#> 2 Chinstrap

3.73
#> 3 Gentoo NA

Created on 2021-03-30 by the reprex package (v1.0.0;
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1 library(tidyverse)
2 library(palmerpenguins)
3
4 penguins <- penguins %>%
5 mutate(body_mass_kg = body_mass_g / 1000)
6
7 penguins f>%
8 group_by(species) %>%
9 summarise (mean = mean(body_mass_kgi)
10
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+ summarise(mean = mean(body_mass_kg))

# A tibble: 3 x 2
species mean
<fot> <dbl>
Adelie NA
Chinstrap 3.73
Gentoo NA

> reprex()

i Rendering reprex...

v/ Rendered reprex is on the clipboard.

> reprex()

i Rendering reprex...

v Rendered reprex is on the clipboard.

> reprex()

i Rendering reprex...

/" Rendered reprex is on the clipboard.
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library(tidyverse)
library(palmerpenguins)

penguins <- penguins $>%

mutate(body mass kg = body mass g / 1000)

penguins %>%
group_by(species) 3%>%
summarise(mean = mean(body mass kg))
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re # A tibbile: 5 X £
o .:;pf cl1es mean
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<fef <dbl-=

#> 1 Adeli: NA
~4 73
< Lhainstrap ;

7= 3 Gentoo NA

Created on 2021-03-30 by the reprex package (v1.0.0)
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community

@ #rstats on Twitter

@® R Weekly newsletter: rweekly.org

@ TidyTluesday: github.com/rfordatascience/tidytuesday

@ RlLadies: rladies.org + community Slack

@ useR groups: r-consortium.org/blog/2019/09/09/r-community-explorer-r-user-
Qroups

@ talk to each other (including your students!) about computing


https://rweekly.org/
https://github.com/rfordatascience/tidytuesday
http://rladies.org/
https://www.r-consortium.org/blog/2019/09/09/r-community-explorer-r-user-groups
https://www.r-consortium.org/blog/2019/09/09/r-community-explorer-r-user-groups
https://www.r-consortium.org/blog/2019/09/09/r-community-explorer-r-user-groups
https://www.r-consortium.org/blog/2019/09/09/r-community-explorer-r-user-groups

reSouUrces

® learn

@ tidyverse: tidyverse.org/learn

@ tidymodels: tidymodels.org/start

® rmarkdown: rmarkdown.rstudio.com/lesson-1.html

@ RStudio visual editor: rstudio.github.io/visual-markdown-editing/

@ shiny: shiny.rstudio.com/tutorial

® Git and GitHub: happyqitwithr.com

@ teach: datasciencebox.org



https://www.tidyverse.org/learn
https://www.tidymodels.org/start
https://rmarkdown.rstudio.com/lesson-1.html
https://rstudio.github.io/visual-markdown-editing/#/
https://shiny.rstudio.com/tutorial/
https://happygitwithr.com/
http://datasciencebox.org
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¢ bit.ly/modern-toolkit
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